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C. elegans
has rare males and self-fertile hermaphrodites
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Does male degradation result from
mutation accumulation or

selection on pleiotropic effects?
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500 bp

LTR LTRCER-1 5 kb

5ʼ’ 3ʼ’

N- -C

%Thr+Ser  %Pro

ASPPTGTTEKSGSSVETTPHTGETSPTWGPPGGST

GSTAETTPYTGETSPSSEGTSGTGSTETP

43 17

52 10

48 19

45 23

47 20

48 20

41 15

39 11

44 12

100 aa

Mucin!

Palopoli et al. Nature 2008



Knock-down Knock-in

RNAi biolistic transformation



No locality data

PB303

plg-1 complementation

plg-1 noncomplementation

Cer-1 insertion in plg-1

Cer-1 LTR present, not in plg-1 

Cer-1 present, not in plg-1

Cer-1 absent

PB306

Palopoli et al. Nature 2008



plg-1 expression is limited to male vas deferens

Palopoli et al. Nature 2008
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The headplugging QTL confers susceptibility

F2 assays

AB2 
homozygote

heterozygote CB4856 
homozygote

plugged 86% 14% 0%

not plugged 4% 25% 71%

QTL marker genotype
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Perez de la Cruz et al. J. Neurosci. 2003
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40 worms1 worm   Self-plugging 
in C. briggsae

Dan McNelis
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experiment: serial sib-mating
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Failure 
to mate
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Why do species differ in inbreeding depression?
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Barro Colorado Island





John Yuen
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Gustavia superba
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Metapopulation biology 

biparental inbreeding

purging of dominance load

Population genomic analysis
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